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Figure 1 Trio RNA-Seq is a complete workflow, incorporating three proprietary technologies.
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Trio RNA-Seq, with Human rRNA AnyDeplete 0506 8, 32, 96, Automation

Trio RNA-Seq, with custom AnyDeplete probe set  Contact your Account Executive

AnyDeplete probe sets can be customized to any transcript from any organism. For custom probe sets, contact your Account
Executive or request a quote on our website.
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